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ggBH C ENTER 1600/2900 ^7 Fig " 13/1 

GCGGCCTGGC TACCGCGCGC TCCGGAGGCC ATG CGG GCG TTG GCG CAG CGC AGC 
^ U Met Arg Ala Leu Ala Gin Arg Ser 

-27 -25 -20 

GAC CGG CGG CTG CTG CTG CTT GTT GTT TTG TCA GTA ATG ATT CTT GAG 
Asd Arg Arg Leu Leu Leu Leu Val Val Leu Ser Val Met lie Leu Glu 

-15 -10 " 5 

ACC GTT ACA AAC CAA GAC CTG CCT GTG ATC AAG TGT GTT TTA ATC AGT 
Thr Val Thr Asn Gin Asp Leu Pro Val He Lys Cys Val Leu lie Ser 
1 5 10 

CAT GAG AAC AAT GGC TCA TCA GCG GGA AAG CCA TCA TCG TAC CGA ATG 
Sis Glu ten Asn Gly Ser Ser Ala Gly Lys Pro Ser Ser Tyr Arg Met 

20 25 



15 



GTG CGA GGA TCC CCA GAA GAC CTC CAG TGT ACC CCG AGG CGC CAG AGT 
val Arg Gly Ser Pro Glu Asp Leu Gin Cys Thr Pro Arg Arg Gin Ser 

35 40 4b 



30 



GAA GGG ACG GTA TAT GAA GCG GCC ACC GTG GAG GTG GCC GAG TCT GGG 
G^u Gly Thr Val Tyr Glu Ala Ala Thr Val Glu Val Ala Glu Ser Gly 



55 60 

TCC ATC ACC CTG CAA GTG CAG CTC GCC ACC CCA GGG GAC CTT TCC TGC 
Ser lie Thr Leu Gin Val Gin Leu Ala Thr Pro Gly Asp Leu Ser Cys 
65 7 ° 

CTC TGG GTC TTT AAG CAC AGC TCC CTG GGC TGC CAG CCG CAC.TTT GAT 
Leu Trp val Phe Lys His Ser Ser Leu Gly Cys Gin Pro His Phe Asp 
80 85 90 

TTA CAA AAC AGA GGA ATC GTT TCC ATG GCC ATC TTG AAC GTG ACA GAG. 
™ Xs£ Sly He Val Ser Met Ala He Leu Asn Val Thr Glu 

95 100 105 

nra r r« GAA TAC CTA CTC CAT ATT CAG AGC GAA CGC GCC AAC 
?£ G?n Tly SlJ §5 Leu Leu His lie Gin Ser Glu Arg Ala Asn 
HO H5 120 125 

TAC ACA GTA CTG TTC ACA GTG AAT GTA AGA GAT ACA CAG CTG TAT GTG 
T?r Thr Val LeG Phe Thr Val Asn Val Arg Asp Thr Gin Leu Tyr val 

130 135 

CTA AGG AGA CCT TAC TTT AGG AAG ATG GAA AAC CAG GAT GCA CTG CTC 
Leu Arg Arg Pro Tyr Phe Arg Lys Met Glu Asn Gin Asp Ala Leu Leu 
145 150 155 
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Fig. la. 2 



TGC ATC TCC GAG GGT GTT CCG GAG CCC ACT GTG GAG TGG GTG CTC TGC 
Cys lie Ser Glu Gly Val Pro Glu Pro Thr Val Glu Trp Val Leu Cys 
160 165 170 

AGC TCC CAC AGG GAA AGC TGT AAA GAA GAA GGC CCT GCT GTT GTC AGA 
Ser Ser His Arg Glu Ser Cys Lys Glu Glu Gly Pro Ala Val Val Arg 
175 180 185 

AAG GAG GAA AAG GTA CTT CAT GAG TTG TTC GGA ACA GAC ATC AGA TGC 
Lys Glu Glu Lys Val Leu His Glu Leu Phe Gly Thr Asp lie Arg Cys 
190 195 200 205 

TGT GCT AGA AAT GCA CTG GGC CGC GAA TGC ACC AAG CTG TTC ACC ATA 
Cys Ala Arg Asn Ala Leu Gly Arg Glu Cys Thr Lys Leu Phe Thr lie 

210 215 220 

GAT CTA AAC CAG GCT CCT CAG AGC ACA CTG CCC CAG TTA TTC CTG AAA 
Asp Leu Asn Gin Ala Pro Gin Ser Thr Leu Pro Gin Leu Phe Leu Lys 
225 230 235 

GTG GGG GAA CCC TTG TGG ATC AGG TGT AAG GCC ATC CAT GTG AAC CAT 
Val Gly Glu Pro Leu Trp lie Arg Cys Lys Ala lie His Val Asn His 
240 245 250 

GGA TTC GGG CTC ACC TGG GAG CTG GAA GAC AAA GCC CTG GAG GAG GGC 
Gly Phe Gly Leu Thr Trp Glu Leu Glu Asp Lys Ala Leu Glu Glu Gly 
255 260 265 

AGC TAC TTT GAG ATG AGT ACC TAC TCC ACA AAC AGG ACC ATG ATT CGG 
Ser Tyr Phe Glu Met Ser Thr Tyr Ser Thr Asn Arg Thr Met He Arg 
270 275 280 285 

ATT CTC TTG GCC TTT GTG TCT TCC GTG GGA AGG AAC GAC ACC GGA TAT 
lie Leu Leu Ala Phe Val Ser Ser Val Gly Arg Asn Asp Thr Gly Tyr 

290 295 300 

TAC ACC TGC TCT TCC TCA AAG CAC CCC AGC CAG TCA GCG TTG GTG ACC 
Tyr Thr Cys Ser Ser Ser Lys His Pro Ser Gin Ser Ala Leu Val Thr 
305 310 315 

ATC CTA GAA AAA GGG TTT ATA AAC GCT ACC AGC TCG CAA GAA GAG TAT 
He Leu Glu Lys Gly Phe He Asn Ala Thr Ser Ser Gin Glu Glu Tyr 
320 325 330 

GAA ATT GAC CCG TAC GAA AAG TTC TGC TTC TCA GTC AGG TTT AAA GCG 
Glu He Asp Pro Tyr Glu Lys Phe Cys Phe Ser Val Arg Phe Lys Ala 
335 340 345 
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Fig. la. 3 

TAC CCA CGA ATC CGA TGC ACG TGG ATC TTC TCT CAA GCC TCA TTT CCT 
TYr Pro Arg He Arg Cys Thr Trp He Phe Ser Gin Ala Ser Phe Pro 
350 355 360 365 

TGT GAA CAG AGA GGC CTG GAG GAT GGG TAC AGC ATA TCT AAA TTT TGC 
Cvs Glu Gin Arg Gly Leu Glu Asp Gly Tyr Ser He Ser Lys Phe Cys 
y 370 375 380 

GAT CAT AAG AAC AAG CCA GGA GAG TAC ATA TTC TAT GCA GAA AAT GAT 
Asp His Lys Asn Lys Pro Gly Glu Tyr He Phe Tyr Ala Glu Asn Asp 
385 390 395 

GAC GCC CAG TTC ACC AAA ATG TTC ACG CTG AAT ATA AGA AAG AAA CCT 
Asp Ala Gin Phe Thr Lys Met Phe Thr Leu Asn He Arg Lys Lys Pro 
400 405 410 

CAA GTG CTA GCA AAT GCC TCA GCC AGC CAG GCG TCC TGT TCC TCT GAT 
Gin Val Leu Ala Asn Ala Ser Ala Ser Gin Ala Ser Cys Ser Ser Asp 
415 420 425 

GGC TAC CCG CTA CCC TCT TGG ACC TGG AAG AAG TGT TCG GAC AAA TCT 
Gly Tyr Pro Leu Pro Ser Trp Thr Trp Lys Lys Cys Ser Asp Lys Ser 
430 435 440 445 

CCC AAT TGC ACG GAG GAA ATC CCA GAA GGA GTT TGG AAT AAA AAG GCT 
Pro Asn Cys Thr Glu Glu He Pro Glu Gly Val Trp Asn Lys Lys Ala 

450 455 460 

AAC AGA AAA GTG TTT GGC CAG TGG GTG TCG AGC AGT ACT CTA AAT ATG 
Asn Arg Lys Val Phe Gly Gin Trp Val Ser Ser Ser Thr Leu Asn Met 
465 470 475 

AGT GAG GCC GGG AAA GGG CTT CTG GTC AAA TGC TGT GCG TAC AAT TCT 
Ser Glu Ala Gly Lys Gly Leu Leu Val Lys Cys Cys Ala Tyr Asn Ser 
480 485 490 

ATG GGC ACG TCT TGC GAA ACC ATC TTT TTA AAC TCA CCA GGC CCC TTC 
Met Gly Thr Ser Cys Glu Thr He Phe Leu Asn Ser Pro Gly Pro Phe 
495 500 505 

CCT TTC ATC CAA GAC AAC ATC TCC TTC TAT GCG ACC ATT GGG CTC TGT 
Pro Phe He Gin Asp Asn He Ser Phe Tyr Ala Thr He Gly Leu Cys 
510 515 520 525 

CTC CCC TTC ATT GTT GTT CTC ATT GTG TTG ATC TGC CAC AAA TAC AAA 
Leu Pro Phe He Val Val Leu He Val Leu He Cys Has Lys Tyr Lys 

530 535 540 
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Fig. la. 4 



AAG CAA TTT AGG TAC GAG AGT CAG CTG CAG ATG ATC CAG GTG ACT GGC 
Lys Gin Phe Arg Tyr Glu Ser Gin Leu Gin Met lie Gin Val Thr Gly 
545 550 555 

CCC CTG GAT AAC GAG TAC TTC TAC GTT GAC TTC AGG GAC TAT GAA TAT 
Pro Leu Asp Asn Glu Tyr Phe Tyr Val Asp Phe Arg Asp Tyr Glu Tyr 
560 565 570 

GAC CTT AAG TGG GAG TTC CCG AGA GAG AAC TTA GAG TTT GGG AAG GTC 
Asp Leu Lys Trp Glu Phe Pro Arg Glu Asn Leu Glu Phe Gly Lys Val 
575 580 585 

CTG GGG TCT GGC GCT TTC GGG AGG GTG ATG AAC GCC ACG GCC TAT GGC 
Leu Gly Ser Gly Ala Phe Gly Arg Val Met Asn Ala Thr Ala Tyr Gly 
590 595 600 605 

ATT AGT AAA ACG GGA GTC TCA ATT CAG GTG GCG GTG AAG ATG CTA AAA 
lie Ser Lys Thr Gly Val Ser lie Gin Val Ala Val Lys Met Leu Lys 

610 615 620 

GAG AAA GCT GAC AGC TGT GAA AAA GAA GCT CTC ATG TCG GAG CTC AAA 
Glu Lys Ala Asp Ser Cys Glu Lys Glu Ala Leu Met Ser Glu Leu Lys 
625 630 635 

ATG ATG ACC CAC CTG GGA CAC CAT GAC AAC ATC GTG AAT CTG CTG GGG 
Met Met Thr His Leu Gly His His Asp Asn lie Val Asn Leu Leu Gly 
640 645 650 

GCA TGC ACA CTG TCA GGG CCA GTG TAC TTG ATT TTT GAA TAT TGT TGC 
Ala Cys Thr Leu Ser Gly Pro Val Tyr Leu lie Phe Glu Tyr Cys Cys 
655 660 665 

TAT GGT GAC CTC CTC AAC TAC CTA AGA AGT AAA AGA GAG AAG TTT CAC 
Tyr Gly Asp Leu Leu Asn Tyr Leu Arg Ser Lys Arg Glu Lys Phe His 
670 675 680 685 

AGG ACA TGG ACA GAG ATT TTT AAG GAA CAT AAT TTC AGT TCT TAC CCT 
Arg Thr Trp Thr Glu lie Phe Lys Glu His Asn Phe Ser Ser Tyr Pro 

690 695 700 

ACT TTC CAG GCA CAT TCA AAT TCC AGC ATG CCT GGT TCA CGA GAA GTT 
Thr Phe Gin Ala His Ser Asn Ser Ser Met Pro Gly Ser Arg Glu Val 
705 710 715 

CAG TTA CAC CCG CCC TTG GAT CAG CTC TCA GGG TTC AAT GGG AAT TCA 
Gin Leu His Pro Pro Leu Asp Gin Leu Ser Gly Phe Asn Gly Asn Ser 
720 725 730 
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ATT CAT TCT GAA GAT GAG ATT GAA TAT GAA AAC CAG AAG AGG CTG GCA 
He His Ser Glu Asp Glu He Glu Tyr Glu Asn Gin Lys Arg Leu Ala 
735 740 745 

GAA GAA GAG GAG GAA GAT TTG AAC GTG CTG ACG TTT GAA GAC CTC CTT 
Glu Glu Glu Glu Glu Asp Leu Asn Val Leu Thr Phe Glu Asp Leu Leu 
750 755 760 765 

TGC TTT GCG TAC CAA GTG GCC AAA GGC ATG GAA TTC CTG GAG TTC AAG 
Cys Phe Ala Tyr Gin Val Ala Lys Gly Met Glu Phe Leu Glu Phe Lys 

77Q 775 780 

TCG TGT GTC CAC AGA GAC CTG GCA GCC AGG AAT GTG TTG GTC ACC CAC 
Ser Cys Val His Arg Asp Leu Ala Ala Arg Asn Val Leu Val Thr Has 
785 790 795 

GGG AAG GTG GTG AAG ATC TGT GAC TTT GGA CTG GCC CGA GAC ATC CTG 
Glv Lvs Val Val Lys He Cys Asp Phe Gly Leu Ala Arg Asp lie Leu 
800 805 810 

AGC GAC TCC AGC TAC GTC GTC AGG GGC AAC GCA CGG CTG CCG GTG AAG 
Ser Asp Ser Ser Tyr Val Val Arg Gly Asn Ala Arg Leu Pro Val Lys 
815 820 825 

TGG ATG GCA CCC GAG AGC TTA TTT GAA GGG ATC TAC ACA ATC AAG AGT 
Trp Met Ala Pro Glu Ser Leu Phe Glu Gly He Tyr Thr He Lys Ser 
830 835 840 845 

GAC GTC TGG TCC TAC GGC ATC CTT CTC TGG GAG ATA TTT TCA CTG GGT 
Asp Val Trp Ser Tyr Gly He Leu Leu Trp Glu He Phe Ser Leu Gly 

850 855 860 



GTG AAC CCT TAC CCT GGC ATT CCT GTC GAC GCT AAC TTC TAT AAA CTG 
Val Asn Pro Tyr Pro Gly He Pro Val Asp Ala Asn Phe Tyr Lys Leu 
865 870 875 

ATT CAG AGT GGA TTT AAA ATG GAG CAG CCA TTC TAT GCC ACA GAA GGG 
He Gin Ser Gly Phe Lys Met Glu Gin Pro Phe Tyr Ala Thr Glu Gly 
880 885 890 

ATA TAC TTT GTA ATG CAA TCC TGC TGG GCT TTT GAC TCA AGG AAG CGG 
He Tyr Phe Val Met Gin Ser Cys Trp Ala Phe Asp Ser Arg Lys Arg 
895 900 905 
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CCA TCC TTC CCC AAC CTG ACT TCA 
Pro Ser Phe Pro Asn Leu Thr Ser 
910 915 

GCA GAA GAA GCA TGT ATC AGA ACA 
Ala Glu Glu Ala Cys He Arg Thr 

930 

GCC CCT CAG CAG AGA GGC GGG CTC 
Ala Pro Gin Gin Arg Gly Gly Leu 
945 

GTG AAG ATT CAC AGA GAA AGA AGT 
Val Lys He His Arg Glu Arg Ser 
960 965 

AGCAGGCTGT AGACCGCAGA GCCAAGATTA 

CGTTGCTTCG CTGGACTTTT CTCTAGATGC 

AAAATCAAAC CTCTCCTCGC ACAGGCGGGA 

GCCTACCCTG GGGGCCTTTC CACGAGCTTG 

TATTCTTGTA AATACGTGAA ACAAACCAAA 

GATTTTTAAA AATCTATGTT TTAAAATACT 

TTTTATGGAT GGAAATAAAC TTTCTACTGT 



TTT TTA GGA TGT CAG CTG GCA GAG 
Phe Leu Gly Cys Gin Leu Ala Glu 
920 925 

TCC ATC CAT CTA CCA AAA CAG GCG 
Ser lie His Leu Pro Lys Gin Ala 
935 940 

AGA GCC CAG TCG CCA CAG CGC CAG 
Arg Ala Gin Ser Pro Gin Arg Gin 
950 955 

TAGCGAGGAG GCCTTGGACC CCGCCACCCT 



GCCTCGCCTC TGAGGAAGCG CCCTACAGCG 
TGTCTGCCAT TACTCCAAAG TG AC TTC TAT 
GAGCCAATAA TGAGACTTGT TGGTGAGCCC 
AGGGG AAAGC CATGTATCTG AAATATAGTA 
CCCGTTTTTT GCTAAGGGAA AGCTAAATAT 
ATGTAACTTT TTCATCTATT TAGTGATATA 
AAAAAAAAAA AAAAAAAAAA AAAAAAA 
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Fig. lb.l 



CGAGGCGGCA TCCGAGGGCT GGGCCGGCGC CCTGGGGGAC CCCGGGCTCC GGAGGCC 

ATG CCG GCG TTG GCG CGC GAC GCG GGC ACC GTG CCG CTG CTC GTT GTT 
Mec Pro Ala Leu Ala Arg Asp Ala Gly Thr Val Pro Leu Leu Val Val 
-27 -25 -20 -15 

TTT TCT GCA ATG ATA TTT GGG ACT ATT ACA MT CM GAT CTG CCT GTG 
Phe Ser Ala Met lie Phe Gly Thr lie Thr Asn Gin Asp Leu Pro Val 
-10 -5 1 5 

ATC AAG TGT GTT TTA ATC AAT CAT AAG AAC AAT GAT TCA TCA GTG GGG 
lie Lys Cys Val Leu lie Asn His Lys Asn Asn Asp Ser Ser Val Glv 

10 15 20 

AAG TCA TCA TCA TAT CCC ATG GTA TCA GAA TCC CCG GAA GAC CTC GGG 
Lys Ser Ser Ser Tyr Pro Met Val Ser Glu Ser Pro Glu Asp Leu Glv 
25 30 35 

TGT GCG TTG AGA CCC CAG AGC TCA GGG ACA GTG TAC GAA GCT GCC GCT 
Cys Ala Leu Arg Pro Gin Ser Ser Gly Thr Val Tyr Glu Ala Ala Ala 
40 45 50 

GTG GAA GTG GAT GTA TCT GCT TCC ATC ACA CTG CAA GTG CTG GTC GAT 
Val Glu Val Asp Val Ser Ala Ser lie Th'r Leu Gin Val Leu Val Asd 
55 60 65 

GCC CCA GGG AAC ATT TCC TGT CTC TGG GTC TTT AAG CAC AGC TCC CTG 
Ala Pro Gly Asn lie Ser Cys Leu Trp Val Phe Lys His Ser Ser Leu 
70 75 80 85 

AAT TGC CAG CCA CAT TTT GAT TTA CAA AAC AGA GGA GTT GTT TCC ATG 
Asn Cys Gin Pro His Phe Asp Leu Gin Asn Arg Gly Val Val Ser Mec 

90 95 100 

GTC ATT TTG AAA ATG ACA GAA ACC CAA GCT GGA GAA TAC CTA CTT TTT 
Val lie Leu Lys Met Thr Glu Thr Gin Ala Gly Glu Tyr Leu Leu Phe 
105 110 115 

ATT CAG AGT GAA GCT ACC AAT TAC ACA ATA TTG TTT ACA GTG AGT ATA 
lie Gin Ser Glu Ala Thr Asn Tyr Thr lie Leu Phe Thr Val Ser He 
120 125 130 

AGA AAT ACC CTG CTT TAC ACA TTA AGA AGA CCT TAC TTT AGA AAA ATG 
Arg Asn Thr Leu Leu Tyr Thr Leu Arg Arg Pro Tyr Phe Arg Lys Mec 
135 140 145 
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Fig. lb. 2 



GAA AAC CAG GAC GCC CTG GTC TGC ATA TCT GAG AGC GTT CCA GAG CCG 
Glu Asn Gin Asp Ala Leu Val Cys He Ser Glu Ser Val Pro Glu Pro 
150 * 155 160 165 

ATC GTG GAA TGG GTG CTT TGC GAT TCA CAG GGG GAA AGC TGT AAA GAA 
He Val Glu Trp Val Leu Cys Asp Ser Gin Gly Glu Ser Cys Lys Glu 

170 175 180 

GAA AGT CCA GCT GTT GTT AAA AAG GAG GAA AAA GTG CTT CAT GAA TTA 
Glu Ser Pro Ala Val Val Lys Lys Glu Glu Lys Val Leu His Glu Leu 
185 190 195 

TTT GGG ACG GAC ATA AGG TGC TGT GCC AGA AAT GAA CTG GGC AGG GAA 
Phe Gly Thr Asp He Arg Cys Cys Ala Arg Asn Glu Leu Gly Arg Glu 
200 205 210 

TGC ACC AGG CTG TTC ACA ATA GAT CTA AAT CAA ACT CCT CAG ACC ACA 
Cys Thr Arg Leu Phe Thr He Asp Leu Asn Gin Thr Pro Gin Thr Thr 
215 220 225 

TTG CCA CAA TTA TTT CTT AAA GTA GGG GAA CCC TTA TGG ATA AGG TGC 
Leu Pro Gin Leu Phe Leu Lys Val Gly Glu Pro Leu Trp He Arg Cys 
230 235 240 245 

AAA GCT GTT CAT GTG AAC CAT GGA TTC GGG CTC ACC TGG GAA TTA GAA 
Lys Ala Val His Val Asn His Gly Phe Gly Leu Thr Trp Glu Leu Glu 

250 255 260 

AAC AAA GCA CTC GAG GAG GGC AAC TAC TTT GAG ATG AGT ACC TAT TCA 
Asn Lys Ala Leu Glu Glu Gly Asn Tyr Phe Glu Met Ser Thr Tyr Ser 
265 270 275 

ACA AAC AGA ACT ATG ATA CGG ATT CTG TTT GCT TTT GTA TCA TCA GTG 
Thr Asn Arg Thr Met He Arg He Leu Phe Ala Phe Val Ser Ser Val 
280 285 290 

GCA AGA AAC GAC ACC GGA TAC TAC ACT TGT TCC TCT TCA AAG CAT CCC 
Ala Arg Asn Asp Thr Gly Tyr Tyr Thr Cys Ser Ser Ser Lys His Pro 
295 300 305 

AGT CAA TCA GCT TTG GTT ACC ATC GTA GGA AAG GGA TTT ATA AAT GCT 
Ser Gin Ser Ala Leu Val Thr He Val Gly Lys Gly Phe He Asn Ala 
310 315 320 325 

ACC AAT TCA AGT GAA GAT TAT GAA ATT GAC CAA TAT GAA GAG TTT TGT 
Thr Asn Ser Ser Glu Asp Tyr Glu He Asp Gin Tyr Glu Glu Phe Cys 

330 335 340 
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Fig. lb. 3 



TTT TCT GTC AGG TTT AAA GCC TAC CCA CAA ATC AGA TGT ACG TCG ACr 
Phe Ser Val Arg Phe Lys Ala Tyr Pro Gin lie Arg <£j Th? £p £r 
J4b 350 3 55 

TTC TCT CGA AAA TCA TTT CCT TGT GAG CAA AAG GGT CTT GAT AAC GGA 
Phe Ser Arg Lys Ser Phe Pro Cys Glu Gin Lys cly LeT Asp J£ G^y 
J0U 36 5 370 

TAC AGC ATA TCC AAG TTT TGC AAT CAT AAG CAC CAG CCA GCA ru tit 
Tyr ser He Ser Lys Phe Cys Asn His Lys His Gin Pro Gly Glu ™r 

lli £ AT ?f A GAA AAT GAT GAT GCC CAA ACC AAA ATG TTC ACG 

lie Phe Has Ala Glu Asn Asp Asp Ala Gin Phe Thr Lys Met Phe Thr 

395 400 405 

CTG AAT ATA AGA AGG AAA CCT CAA GTG CTC GCA GAA GCA TCG GCA ACT 
Leu Asn He Arg Arg Lys Pro Gin Val Leu Ala Glu Ala Ser Ma s2r 

410 415 420 

£ AG GCG TGC TGT TTC TCG GAT GGA TAC CCA TTA CCA TCT TGG ACC TGG 
Gin Ala Ser Cys Phe Ser Asp Gly Tyr Pro Leu Pro Ser Trp T*hr Sp 



AAG AAG TGT TCA GAC AAG TCT CCC AAC TGC ACA GAA GAG ATC ACA GAA 
Lys Lys Cys Ser Asp Lys Ser Pro Asn Cys Thr Gx^ Glu Thr 
4,u 445 450 



GGA GTC TGG AAT AGA AAG GCT AAC AGA AAA GTG TTT GGA CAG TGG CTr 
Gly Val Trp Asn Arg Lys Ala Asn Arg Lys Val Gly G?n Tr? vl? 
* 3 - y 460 465 

TCG AGC ACT ACT CTA AAC ATG ACT GAA GCC ATA AAA GGG TTC CTG GTC 
Ser Ser Ser Thr Leu Asn Met Ser Glu Ala He Lys Gly Phe Leu Val 
° 475 480 485 

AAG TGC TGT GCA" TAC AAT TCC CTT GGC ACA TCT TGT GAG ACG ATC CTT 
Lys Cys Cys Ala Tyr Asn Ser Leu Gly Thr Ser Cys Glu Thr lie Leu 

490 495 500 

TTA AAC TCT CCA GGC CCC TTC CCT TTC ATC CAA GAC AAC ATC TCA TTC 
Leu Asn Ser Pro Gly Pro Phe Pro Phe lie Gin Asp Asn Si Ser 5E 
305 510 515 

a? A r CA rJI ?? T S" 1 ? ^ T GTC CTC TTC ATT GTC GTT ™ ACC CTG 
Tyr Ala Thr He Gly Val Cys Leu Leu Phe He Val Val Leu Thr Leu 

520 525 530 
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Fig. lb. 4 



CTA ATT TGT CAC AAG TAC AAA AAG CAA TTT AGG TAT GAA AGC CAG CTA 
Leu lie Cys Hxs Lys Tyr Lys Lys Gin Phe Arg Ty r Glu Ser Gin Feu 
■JJj 540 545 

CAG ATG GTA CAG GTG ACC GGC TCC TCA GAT AAT GAG TAC TTC TAC CTT 
Gin Met val Gin Val Thr Gly Ser Ser Asp Asn Slu £r £r SaT 

3== 560 565 

GAT TTC AGA GAA TAT GAA TAT GAT CTC AAA TGG GAG TTT CCA AGA GAA 
Asp Phe Arg Glu Tyr Glu Tyr Asp Leu Lys Trp Glu £J Pro irg Glu 

U 575 580 

AAT TTA GAG TTT GGG AAG GTA CTA GGA TCA GGT GCT TTT GGA AAA GTT 
Asn Leu Glu Phe Gly Lys Val Leu Gly Ser Gly All pi£ afy £J 
585 590 595 y 

£1? ^ C ??* ACA GCT TAT GGA ATT AGC AAA ACA GGA GTC TCA ATC CAG 
Met Asn Ala Thr Ala Tyr Gly lie Ser Lys Thr Gly Val Hr J£ S2 
wu 605 610 

GTT GCC GTC AAA ATG CTG AAA GAA AAA GCA GAC AGC TCT GAA AGA GAG 
Val Ala Val Lys Met Leu Lys Glu Lys Ala Asp Ser Sr ArJ G^u 

013 620 625 

? CA CTC J° A GAA CTC AAG ATG ATG ACC CAG CTG GGA AGC CAC GAG 

Ala Leu Met Ser Glu Leu Lys Met Met Thr Gin Leu Tly Ser SJ Glu 

635 64 0 645 

AAT ATT GTC AAC CTG CTG GGG GCG TGC ACA CTG TCA GGA CCA ATT TAC 
Asn He Val Asn Leu Leu Gly Ala Cys Thr Leu Ser Gly Pro iU 

650 655 660 

TTG ATT TTT GAA TAC TGT TGC TAT GGT GAT CTT CTC AAC TAT CTA An 
Leu He Phe Glu Tyr Cys Cys Tyr Gly Asp ilZ 25 i£ £r £J Arg 
665 670 675 

AGA GAA AAA TTT CAC AGG ACT TGG ACA GAG ATT TTC AAG GAA 
Ser Lys Arg Glu Lys Phe His Arg Thr Trp Thr Glu lie Phe Lys Glu 
680 685 690 

Hi£ A^n EE ST 1 AC ° CC ACT CAA TCA CAT CCA AAT TCC AGC 

Hxs Asn Phe Ser Phe Tyr Pro Thr Phe Gin Ser His Pro Asn Ser Ser 

695 700 705 

mI? ? GT ? GA GAA GTT CAG ATA CAC CCG fi AC TCG GAT CAA ATC 

Met Pro Gly Ser Arg Glu Val Gin He His Pro Asp Ser Asp Gin lie 

1U 715 720 725 
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s s? % a: g ^ e si ss g a* A - s; s g - 

SK 2S SS g Arg K SJ SJ g « - ™ - «y « aca 

750 755 

55 as g s s S |2 - « - « - « « 

K g SS £1 £ S g £7 35 asp & S S jSS iE 

785 

GTG CTT GTC ACC CAC GGG AAA GTG GTG AAG ATA TTT ra^ ™ „ 

V.1 Leu v.1 TOr „ is ?I lys val v ™ £J ™ «T CAC TO OCA £C 

800 805 
S I Arg Asp S g S 2£ S Asn g £7 Sf J£» S g S 

2J S S£ g # s £ S g SS 25 2? S g « ss 
i£ g £ JS 2* S5 g s S S? JS g ™ S c G £ 
S g S S S 55 g S £ £ g S SI 2£ S 

g s k a g as j« s k S Asp as ss si 

8 8 0 q 

21 S JS SK g JS £ iE T< Met ^ S gs S S SI 

895 900 

J? A t GG ^ CGG CCA "TCC TTC CCT AAT TTG ACT TCG TTT TTA rra 
Asp Ser Arg Lys Arg Pro Ser Phe Pro Asn 23 S £r SI ™ S£ 

yU:3 910 QIC 1 
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Fig. lb. 6 



TGT CAG CTG GCA GAT GCA GAA GAA GCG ATG TAT CAG AAT GTG GAT GGC 
Cys Gin Leu Ala Asp Ala Glu Glu Ala Met Tyr Gin Asn Val Asd Glv 
920 925 930 

CGT GTT TCG GAA TGT CCT CAC ACC TAC CAA AAC AGG CGA CCT TTC AGC 

Arg Yf J Ser Glu C ^ s Pro His Thr Tyr Gin Asn Arg Arg Pro Phe Ser 
935 940 945 



AGA GAG ATG GAT TTG GGG CTA CTC TCT CCG CAG GCT CAG GTC GAA GAT 
Arg Glu Met Asp Leu Gly Leu Leu Ser Pro Gin Ala Gin Val Glu Asp 
950 955 960 gg £ 

TCG TAGAGGAACA ATTTAGTTTT AAGGACTTCA TCCCTCCACC TATCCCTAAC 
Ser 

AGGCTGTAGA TTACCAAAAC AAGATTAATT TCATCACTAA AAGAAAATCT ATTATCAACT 
GC TGCTTCAC CAG AC TTTTC TCTAGAAGCC GTCTGCGTTT ACTCTTGTTT TCAAAGGGAC 
TTTTGTAAAA TCAAATCATC CTGTCACAAG GCAGGAGGAG. CTGATAATGA ACTTTATTGG 
AGCATTGATC TGCATCCAAG GCCTTCTCAG GCCGGCTTGA GTGAATTGTG TACCTGAAGT 
ACAGTATATT CTTGTAAATA CATAAAACAA AAGCATTTTG C TAAGG AG AA GCTAATATGA 
TTTTTTAAGT CTATGTTTTA AAATAATATG TAAATTTTTC AGC TATTT AG TGATATATTT 
TATGGGTGGG AATAAAATTT CTACTACAGA AAAAAAAAAA AAAAAAAAAA AAAAA 
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Fig. 2.1 



CTGTGTCCCG CAGCCGGATA ACCTGGCTGA CCCGATTCCG CGGACACCCG TGCAGCCGCG 

GCTGGAGCCA GGGCGCCGGT GCCCGCGCTC TCCCCGGTCT TGCGCTGCGG GGGCCGATAC 

CGCCTCTGTG ACTTCTTTGC GGGCCAGGGA CGGAGAAGGA GTCTGTGCCT GAGAAACTGG 

GCTCTGTGCC CAGGCGCGAG GTGCAGG ATG GAG AGC AAG GGC CTG CTA GCT 

Met Glu Ser Lys Gly Leu Leu Ala 
-19 _ 15 

SS'E 2 T % G S S SS S 25 S K S S 2J 

s s 2? s s ar ss s s s se js as 25 ja 

15 20 

CTG ACA ATT TTG GCA AAT ACA ACC CTT CAG ATT ACT tyy* ^* 

Leu Th, lie L|U Ala Asn Thr Thr Leu l£ ^ 

30 35 

? TC ? AC 11X3(3 CTT 1X3(3 CCC CAG CGT GAT TCT GAP PAA 

Arg Asp Leu Asp Trp Leu Trp Pro Asn Ala Gin Arg ^ ^ gJJ 

45 50 

AGG GTA TTG GTG ACT GAA TGC GGC GGT GGT GAC ACT ATC TTC Tcr * az 
Arg Val Leu Val Thr Glu Cys Gly Gly Gly Asp str lie Phe Cys Lys 

60 65 

iS 2S S iS SS S S3 SS Giy 25 2? S 3? S £ & 

80 85 

3. 22 £ 2S 2J SS 25 32 E E £ s? « « « - 
2? 2J 55 2} S S£ S K S 5 S5 2? 25 SS % 

XKJ => 110 H5 1 

jV: HJ? I AC ^ A 5 C GAG AAC AAG AAC AAA ACT GTG GTG ATC CCC TGC 
12u" G1U ASn ASn LyS Thr Val Val lie Pro 
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Fig. 2.2 



CGA GGG TCG ATT TCA AAC CTC AAT GTG TCT CTT TGC GCT AGG TAT rra 
Arg Gly Ser He Ser Asn Leu Asn Val Ser Leu Cys All Arg ™ Pro 
-"-->-» I4U 145 

GAA AAG AGA TTT GTT CCG GAT GGA AAC AG A ATT TCr Trr 

Glu Ly s Ar 9 P he Val p A sp Gly A3n A « J" £C TCC Asp 32 Glu 

55 160 165 

ATA GGC TTT ACT CTC CCC AGT TAC ATG ATC AGC TAT GCC GCC ^ ™- 
He Oly Phe Thr Leu Pro Ser Tyr Met lie Ser ™r A?f M ™ <™= 

175 180 
TTC TGT GAG GCA AAG ATC AAT GAT GAA ACC TAT CAG TCT ATC ^ 
Phe Cys Glu Ala Lys He As, A S p Glu Thr Tyr afn £J Ilf 52? Tyf 



195 



?2 S? §? ST 52 S § xJI f?J Asp 53 21 S S S 

205 210 

PrS J Sf* rT CTA TCT GCC GGA GAA AAA CTT GTC TTA AAT TGT 

Pro Hxs Glu lie Glu Leu Ser Ala Gly Glu Lys Leu Val ™ J£ C^s 

^ z. u 225 

S " - - - II - - S S g K Thr S» SS S 

s ss s « g a: as - - «j « - « «* « I s 

CCC TTT CCT GGG ACT GTG GCG AAG ATG TTT TTG AGC ACC -rrr a™ *™ 
Pro Phe Pro Gly Thr Val Ala Lys nil Ser i£ ™ He 

270 275 

GAA AGT GTG ACC AAG AGT GAC CAA GGG GAA TAC ACC TGT TTA rrr ^ 
Glu Ser Val Thr Lys Ser Asp Gin Gly Glu Tyr i£ £s Si 

285 290 

Ser r?i ? GG 2 TC ^ AGA AAT AGA ACA TTT GTC CGA GTT CAC ACA 

Ser Gly Arg Met He Lys Arg Asn Arg Thr Phe Val Arg Sal SiJ ?£ 

3 00 3 05 



AAG CCT TTT ATT GCT TTC GGT AGT GGG ATG AAA TCT TTG GTG GAA rrr 
Lys Pro Phe He Ala Phe Gly Ser Gly Met Lys £r 25 5El Glu 5a 

315 320, 325 



15/23 



Fig- 2.3 

ACA GTG GGC AGT CAA GTC CGA ATC CCT GTG AAG TAT CTC AGT TAC CCA 
Thr Val Gly Ser Gin Val Arg He Pro Val Lys Tyr Leu Ser Tyr Pro 

330 335 340 

GCT CCT GAT ATC AAA TGG TAC AGA AAT GGA AGG CCC ATT GAG TCC AAC 
Ala Pro Asp He Lys Trp Tyr Arg Asn Gly Arg Pro He Glu Ser Asn 
345 350 355 

TAC ACA ATG ATT GTT GGC GAT GAA CTC ACC ATC ATG GAA GTG ACT GAA 
Tvr Thr Met He Val Gly Asp Glu Leu Thr He Met Glu Val Thr Glu 
360 365 370 

AGA GAT GCA GGA AAC TAC ACG GTC ATC CTC ACC AAC CCC ATT TCA ATG 
Arg Asp Ala Gly Asn Tyr Thr Val He Leu Thr Asn Pro He Ser Met 
375 380 385 

GAG AAA CAG AGC CAC ATG GTC TCT CTG GTT GTG AAT GTC CCA CCC CAG 
Glu Lys Gin Ser His Met Val Ser Leu Val Val Asn Val Pro Pro Gin 
390 395 400 405 

ATC GGT GAG AAA GCC TTG ATC TCG CCT ATG GAT TCC TAC CAG TAT GGG 
He Gly Glu Lys Ala Leu He Ser Pro Met Asp Ser Tyr Gin Tyr Gly 

410 415 420 

ACC ATG CAG ACA TTG ACA TGC ACA GTC TAC GCC AAC CCT CCC CTG CAC 
Thr Met Gin Thr Leu Thr Cys Thr Val Tyr Ala Asn Pro Pro Leu His 
425 430 435 

CAC ATC CAG TGG TAC TGG CAG CTA GAA GAA GCC TGC TCC TAC AGA CCC 
His He Gin Trp Tyr Trp Gin Leu Glu Glu Ala Cys Ser Tyr Arg Pro 
440 " 445 450 

GGC CAA ACA AGC CCG TAT GCT TGT AAA GAA TGG AGA CAC GTG GAG GAT 
Gly Gin Thr Ser Pro Tyr Ala Cys Lys Glu Trp Arg His Val Glu Asp 
455 460 465 

TTC CAG GGG- GGA AAC AAG ATC GAA GTC ACC AAA AAC CAA TAT GCC CTG 
Phe Gin Gly Gly Asn Lys He Glu Val Thr Lys Asn Gin Tyr Ala Leu 
470 475 480 485 

ATT GAA GGA AAA AAC AAA ACT GTA AGT ACG CTG GTC ATC CAA GCT GCC 
lie Glu Gly Lys Asn Lys Thr Val Ser Thr Leu Val He Gin Ala Ala 

490 495 500 

AAC GTG TCA GCG TTG TAC AAA TGT GAA GCC ATC AAC AAA GCG GGA CGA 
Asn Val Ser Ala Leu Tyr Lys Cys Glu Ala He Asn Lys Ala Gly Arg 
505 510 515 
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GGA GAG AGG GTC ATC TCC TTC CAT GTG ATC AGG GGT CCT GAA ATT ACT 
Gly Glu Arg Val He Ser Phe His Val He Arg Gly Pro Glu He Thr 
520 525 ' 530 

GTG CAA CCT GCT GCC CAG CCA ACT GAG CAG GAG AGT GTG TCC CTG TTG 
Val Gin Pro Ala Ala Gin Pro Thr Glu Gin Glu Ser Val Ser Leu Leu 
535 540 545 

TGC ACT GGA GAC AGA AAT ACG ITT GAG AAC CTC ACG TGG TAC AAG CTT 
Cys Thr Ala Asp Arg Asn Thr Phe Glu Asn Leu Thr Trp Tyr Lys Leu 
550 555 560 565 

GGC TCA CAG GCA ACA TCG GTC CAC ATG GGC GAA TCA CTC ACA CCA GTT 
Gly Ser Gin Ala Thr Ser Val His Met Gly Glu Ser Leu Thr Pro Val 

570 575 580 

TGC AAG AAC TTG GAT GCT CTT TGG AAA CTG AAT GGC ACC ATG TTT TCT 
Cys Lys Asn Leu Asp Ala Leu Trp Lys Leu Asn Gly Thr Met Phe Ser 
585 590 595 

AAC AGC ACA AAT GAC ATC TTG ATT GTG GCA TTT CAG AAT GCC TCT CTG 
Asn Ser Thr Asn Asp lie Leu He Val Ala Phe Gin Asn Ala Ser Leu 
600 605 610 

CAG GAC CAA GGC GAC TAT GTT TGC TCT GCT CAA GAT AAG AAG ACC AAG 
Gin Asp Gin Gly Asp Tyr Val Cys Ser Ala Gin Asp Lys Lys Thr Lv- 
615 620 625 

AAA AGA CAT TGC CTG GTC AAA CAG CTC ATC ATC CTA GAG CGC ATG GCA 
Lys Arg Has Cys Leu Val Lys Gin Leu He He Leu Glu Arg Met Ala 
630 635 640 645 

CCC ATG ATC ACC GGA AAT CTG GAG AAT CAG ACA ACA ACC ATT GGC GAG 
Pro Met He Thr Gly Asn Leu Glu Asn Gin Thr Thr Thr He Gly Glu 

650 655 660 

ACC ATT GAA GTG ACT TGC CCA. GCA. TCT GGA AAT CCT ACC CCA CAC ATT 
Thr He Glu Val Thr Cys Pro Ala Ser Gly Asn Pro Thr Pro His He 
665 670 675 

ACA TGG TTC AAA GAC AAC GAG ACC CTG GTA GAA GAT TCA GGC ATT GTA 
Thr Trp Phe Lys Asp Asn Glu Thr Leu Val Glu Asp Ser Gly He Val 
680 685 690 

CTG AGA GAT GGG AAC CGG AAC CTG ACT ATC CGC AGG GTG AGG AAG GAG 
Leu Arg Asp Gly Asn Arg Asn Leu Thr lie Arg Arg Val Arg Lys Glu 
695 700 705 
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GAT GGA GGC CTC TAC ACC TGC CAG GCC TGC AAT GTC CTT GGC TGT GCA 
Asp Gly Gly Leu Tyr Thr Cys Gin Ala Cys Asn Val Leu Gly Cvs Ala 
7 i0 715 720 725 

AGA GCG GAG ACG CTC TTC ATA ATA GAA GGT GCC CAG GAA AAG ACC AAC 
Arg Ala Glu Thr Leu Phe lie He Glu Gly Ala Gin Glu Lys Thr Asn 

7 30 735 740 

TTG GAA GTC ATT ATC CTC. GTC GGC ACT GCA GTG ATT GCC ATG TTC TTC 
Leu Glu Val He He Leu Val Gly Thr Ala Val He Ala Met Phe Phe 
745 750 755 

TGG CTC CTT CTT GTC ATT CTC GTA CGG ACC GTT AAG CGG GCC AAT GAA 
Trp Leu Leu Leu Val He Leu Val Arg Thr Val Lys Arg Ala Asn Glu 
760 765 770 

GGG GAA CTG AAG ACA GGC TAC TTG TCT ATT GTC ATG GAT CCA GAT GAA 
Gly Leu Lys Thr Gly Tyr Leu Ser He Val Met Asp Pro Asp Glu 

775 780 785 

TTG CCC TTG GAT GAG CGC TGT GAA CGC TTG CCT TAT GAT GCC AGC AAG 
Leu Pro Leu Asp Glu Arg Cys Glu Arg Leu Pro Tyr Asp Ala Ser Lvs 
790 795 800 805 

TGG GAA TTC CCC AGG GAC CGG CTG AAA CTA GGA AAA CCT CTT GGC CGC 
Trp Glu Phe Pro Arg Asp Arg Leu Lys Leu Gly Lys Pro Leu Gly Arg 

810 815 ' 820 

GGT GCC TTC GGC CAA GTG ATT GAG GCA GAC GCT TTT GGA ATT GAC AAG 
Gly Ala Phe Gly Gin Val He Glu Ala Asp Ala Phe Gly He Asp Lys 
825 830 835 

ACA GCG ACT TGC AAA ACA GTA GCC GTC AAG ATG TTG AAA GAA GGA GCA 
Thr Ala Thr Cys Lys Thr Val Ala Val Lys Met Leu Lys Glu Gly Ala 
840 845 850 

ACA CAC AGC GAG CAT CGA GCC CTC ATG TCT GAA CTC AAG ATC CTC ATC 
Thr His Ser Glu His Arg Ala Leu Met Ser Glu Leu Lys He Leu He 
855 860 865 

CAC ATT GGT CAC CAT CTC AAT GTG GTG AAC CTC CTA GGC GCC TGC ACC 
His He Gly His His Leu Asn Val Val Asn Leu Leu Gly Ala Cys Thr 
870 875 880 885 

AAG CCG GGA GGG CCT CTC ATG GTG ATT GTG GAA TTC TCG AAG TTT GGA 
Lys Pro Gly Gly Pro Leu Met Val He Val Glu Phe Ser Lys Phe Gly 

890 895 900 
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Fig. 2.7 



TTT TGT AGG AGA TTG AAA GAA GGA ACT AGA ATG CGG GCT CCT GAC TAC 
Phe Cys Arg Arg Leu Lys Glu Gly Thr Arg Met Arg Ala Pro Asd Tvr 
1095 1100 1105 

ACT ACC CCA GAA ATG TAC CAG ACC ATG CTG GAC TGC TGG CAT GAG GAC 
Thr Thr Pro Glu Met Tyr Gin Thr Met Leu Asp Cys Trp His Glu Asp 
1110 1115 1120 * 1125 

CCC AAC CAG AGA CCC TCG TTT TCA GAG TTG GTG GAG CAT TTG GGA AAC 
Pro Asn Gin Arg Pro Ser Phe Ser Glu Leu Val Glu His Leu Gly Asn 

1130 1135 1140 

CTC CTG CAA GCA AAT GCG CAG CAG GAT GGC AAA GAC TAT ATT GTT CTT 
Leu Leu Gin Ala Asn Ala Gin Gin Asp Gly Lys Asp Tyr He Val Leu 
1145 1150 1155 

CCA ATG TCA GAG ACA CTG AGC ATG GAA GAG GAT TCT GGA CTC TCC CTG 
Pro Met Ser Glu Thr Leu Ser Met Glu Glu Asp Ser Gly Leu Ser Leu 
1160 1165 1170 

CCT ACC TCA CCT GTT TCC TGT ATG GAG GAA GAG GAA GTG TGC GAC CCC 
Pro Thr Ser Pro Val Ser Cys Met Glu Glu Glu Glu Val Cys Asp Pro 
1175 1180 1185 

AAA TTC CAT TAT GAC AAC ACA GCA GGA ATC AGT CAT TAT CTC CAG AAC 
Lys Phe His Tyr Asp Asn Thr Ala Gly He Ser His Tyr Leu Gin Asn 

1195 1200 1205 

AGT AAG CGA AAG AGC CGG CCA GTG AGT GTA AAA ACA TTT GAA GAT ATC 
Ser Lys Arg Lys Ser Arg Pro Val Ser Val Lys Thr Phe Glu Asp He 

1210 1215 1220 

CCA TTG GAG GAA CCA GAA GTA AAA GTG ATC CCA GAT GAC AGC CAG ACA 
Pro Leu Glu Glu Pro Glu Val Lys Val lie Pro Asp Asp Ser Gin Thr 
1225 1230 1235 

GAC AGT GGG ATG GTC CTT GCA TCA GAA GAG CTG AAA ACT CTG GAA GAC 
Asp Ser Gly Met Val Leu Ala Ser Glu Glu Leu Lys Thr Leu Glu Asp 
1240 1245 1250 

AGG AAC AAA TTA TCT CCA TCT TTT GGT GGA ATG ATG CCC AGT AAA AGC 
Arg Asn Lys Leu Ser Pro Ser Phe Gly Gly Met Met Pro Ser Lys Ser 
1255 1260 1265 

AGG GAG TCT GTG GCC TCG GAA GGC TCC AAC CAG ACC AGT GGC TAC CAG 
Arg Glu Ser Val Ala Ser Glu Gly Ser Asn Gin Thr Ser Gly Tyr Gin 
!270 1275 1280 1285 
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Fig. 2.8 



TCT GGG TAT CAC TCA GAT GAC ACA GAC ACC ACC GTG TAC TCC AGC crc 
Ser Gly Tyr His Ser Asp Asp Thr Asp Thr Thr Val Tyr Ser Ser Ln 

1290 1295 1300 

GAG GCA GGA CTT TTA AAG ATG GTG GAT GCT GCA GTT CAC GCT CAC iri 
Glu Ala Gly Leu Leu Lys Met Val Asp Ala Ala Sal His A?I Asp <£r 
1J05 1310 1315 



fP" CTG CAG CTC ACC 700 TCT TTA AAT GGA AGT GGT CCT rTT 
Gly Thr Thr Leu Gin Leu Thr Ser Cys Leu Asn Gly sS Gly Sro ST 
J - J ^ u 132 S 1330 

CCG GCT CCG CCC CCA ACT CCT GGA AAT CAC GAG AGA GGT GCT GCT TAG 
Pro Ala Pro Pro Pro Thr Pro Gly Asn His Glu Arg Gly Jill aJJ ° 
1J35 1340 1345 

ATTTTCAAGT GTTGTTCTTT CCACCACCCG GAAGTAGCCA CATTTGATTT TCATTTTTGG 

AGGAGGGACC tcagactgca aggagcttgt CCTCAGGGCA TTTCCAGAGA AGATGCCCAT 

GACCCAAGAA TGTGTTGACT C TACTCTCTT TTCCATTCAT TTAAAAGTCC TATATAATGT 

GCCCTGCTGT GGTCTCACTA CCAGTTAAAG CAAAAGACTT TCAAACACGT GGACTCTGTC 

C TC C AAG AAG TGGCAACGGC ACCTCTGTGA AACTGGATCG AATGGGCAAT GCTTTGTGTG 

TTGAGGATGG GTGAGATGTC CCAGGGCCGA GTCTGTCTAC CTTGGAGGCT TTGTGGAGGA 

TGCGGCTATG AGCCAAGTGT TAAGTGTGGG ATGTGGACTG GGAGGAAGGA AGGCGCAAGC 

CGTCCGGAGA GCGGTTGGAG CCTGCAGATG CATTGTGCTG GC TCTGGTGG AGGTGGGCTT 

GTGGCCTGTC AGGAAACGCA AAGGCGGCCG GCAGGGTTTG GTTTTGGAAG GTTTGCGTGC 

TCTTCACAGT CGGGTTACAG GCGAGTTCCC TGTGGCGTTT CCTACTCCTA ATGAGAGTTC 

CTTCCGGACT CTTACGTGTC TCCTGGCCTG GCCCCAGGAA GGAAATGATG CAGCTTGCTC 

CTTCCTCATC TCTCAGGCTG TGCCTTAATT CAGAACACCA AAAGAGAGGA ACGTCGGCAG 

AGGCTCCTGA CGGGGCCGAA GAATTGTGAG AACAGAACAG AAACTCAGGG TTTCTGCTGG 

GTGGAGACCC ACGTGGCGCC CTGGTGGCAG GTCTGAGGGT TCTCTGTCAA GTGGCGGTAA 

AGGCTCAGGC TGGTGTTCTT CCTCTATCTC CACTCCTGTC AGGCCCCCAA GTCCTCAGTA 

TTTTAGCTTT GTGGCTTCCT GATGGCAGAA AAATCTTAAT TGGTTGGTTT GCTCTCCAGA 
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Fig. 2.9 

TAATCACTAG CCAGATTTCG AAATTACTTT TTAGCCGAGG TTATGATAAC ATCTACTGTA 
TCCTTTAGAA TTTTAACCTA TAAAACTATG TCTACTGGTT TCTGCCTGTG TGCTTATGTT 
AAAAAAAAAA AAAAA 
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